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217 ACT GAG TGG AAT GAC GAG ACT CTC TAC CAG GAG TTC AAT GGC CTG AAG AAG ATG 270 
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271 AAT CCC AAG CTG AAG ACC CTG TTA GCC ATC GGA GGC TGG AAT TTC GGC ACT CAG 324 
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811 TAC GGA CGC TCC TTC ACA CTG GCC TCC TCA TCA GAC ACC AGA GTG GGG GCC CCA 864 
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Chitotriosidase 

Chitinase Autographa californica 
Chitinase Manduca sexta 
Chitinase Brugia malayi 
Oviductal glycoprotein Human 
Hcgp39 Human 
Yml Mouse 

Chitinase Aphanocladium album 
Chitinase Trichoderma har2ianum 
Chitinase Al Bacillus circulans 
Chitinase Nicotiana tabacum class V 
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